
Supplementary Table 2.

Feature chrB2 : start chrB2 : stop length (bp) Sequence

exon 2 -- 151,055,681 206

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGCTGCAGGCGGGCAGCGAGA
AGGGCGACCCCACGGAGCGCGAGCTGCGCGTGGGCCTGGAGGACAGCGAG
CTGTGGCTGCGCTTCAAGGAGCTCACCAACGAGATGATCGTGACCAAGAA
CGGCCG

intron 2 151,055,680 151,055,276 405 --

exon 3 151,055,275 151,055,011 265

GAGGATGTTCCCGGTGCTGAAGGTGAACGTGTCCGGCCTGGACCCCAACG
CCATGTACTCCTTCCTGCTGGACTTTGTGGCGGCCGACAACCACCGCTGG
AAGTATGTGAACGGAGAGTGGGTCCCGGGCGGCAAGCCGGAGCCGCAGGC
GCCCAGCTGCGTCTACATCCACCCCGACTCGCCCAACTTCGGGGCGCACT
GGATGAAGGCGCCTGTATCCTTCAGCAAAGTCAAGCTCACCAACAAGCTC
AACGGAGGGGGTCAG

intron 3 151,055,010 151,054,257 754 --

exon 4 151,054,256 151,054,122 135
ATCATGCTGAACTCCTTACATAAGTACGAGCCTCGGATCCACATAGTGAG
AGTTGGGGGCGCCCAGCGCATGATCACCAGCCACTGCTTCCCGGAGACCC
AGTTCATAGCGGTGACTGCTTATCAGAACGAGGAG

intron 4 151,054,121 151,053,341 781 --

exon 5 151,053,340 151,053,279 62 ATCACAGCTCTTAAAATTAAATACAATCCGTTTGCAAAAGCTTTTCTTGA
CGCAAAGGAAAG

intron 5 151,053,278 151,053,158 121 --

exon 6 151,053,157 151,053,096 62 AAGCGATCACAAGGATATGACGGAGGAGCCTGGAGACAGCCAGCAGCCCG
GGTACTCCCAAT

intron 6 151,053,095 151,051,560 1536 --

exon 7 151,051,562 151,051,386 174

CAGGGGGGTGGCTCATCCCTGGAACCAGCACCCTGTGCCCGCCCGCCGCC
CCCCACCCACAGTTCGGAGGGCCCCTCTCACTTCCCTCCACTCACGGCTG
TGAAAGGTACCCCGCCCTGAGGAACCACCGTCCGTCCCCCTACCCCAGCC
CTTACGCACATCGGAATAATTCTCCAA

intron 7 151,051,385 151,049,863 1523 --

exon 8 151,049,862 151,049,733 130
CCTATCCTGACAATCCGTCTGCATGCTTATCCATGCTCCAGTCCCACGAC
AGCTGGCCCAGCCTTGGAACGCCTGCCCATACCAGCATGCTCCCCGTGGG
CCACAGCGCCGGCCCGCCCGCTGGCTCCAG

intron 8 151,049,732 151,047,953 1780 --

exon 9 151,047,952 151,047,679 274

CCAGTACCCGAGCCTGTGGTCCGTGAGCAGCGGCTCCATCACGCCCGGCG
CCCAGGCCGCGGGGATGTCCAACGGGCTGGGCGCCCAGTTCTTCCGGGGA
CCCTCCGCACACGCGGCGCCTCTGGCCCACCCGGTCCCGGCCTCCCCCTC
CTCGGGATCCCCGCTGTACGAAGGGGCCCCCGCGGCCACAGACATCCCTG
ACAGCCAGTACGACGCCTCGGCCCAAGCCCGCCTCATAGCCTCGTGGACG
CCCGTGTCGCCACCTTCCATGTGA

Note: Bases in red are at polymorphic positions and the alleles represented here are the common alleles in our Manx cohort.


